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Ligand binding is very important

(think drug design )
ad these are sane
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on swfeu

See
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Have enough time to cover key parts
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very common to see Kd (dissociation)
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low Kd is high affinity !

pm -s mm

~ MM protein protein interacting

what fraction is bound ? @ Eq
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Like 2 state model
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lower Kd / higher Kb has
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Binding capacity is like heat capacity -
how much does free bound charge
with conurbation
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free band

LA
like me in hut capacity curve

for melting transition !

Several practical issues w/ measuring
on 409 - 411

One to discuss [ L] is free

ligand conc at eg but actually
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Kb - CMI
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can solve far @ L]
in terms of known concentrationst=÷÷Jand fit kg

When Mtotdc Kd ( weak binder, very
low care )
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Binding multiple ligands
Eg Hemoglobin - binds 40,

cooperatively
-
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'If cooperative / stepwise,
not all 't's are thesame

pos cooperative - K's inverse

neg cooperationby K 's decrease

• K 's easier to work with
,
all CMT ;

Bare magnitude . p 's get small

b/c of units , some meth easier

what is free ligand sites occupied ?
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Denom is
" binding polynomial"
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Can get properties like Lfb> from p
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Eg 2 ligands Coop
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Hill plot Koepp
fb

by fu vs log LD

estuary fpz [ fu =L

It [LIK I talk
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liner !

if pos coop, slope up at 50%
If neg cage , slope down
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Can show

CE 2.303L fbk fu }nH
Steepness of transition

Last : simple model , ( step Coop
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