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< 0 want to be Aided

DH fold < 0 More favorable
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DS fold 40 imovie order"

Folding is a competition
between entropy & enthalpy
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Example
• FRET - infer distances
• Circular Dichroism ( CD)
absorption around 220am
shows secondary structure

• NMR



When can we measure k
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Do a denaturing experiment
increasing temperature
"melt " protein
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fit curve to a model to

get D8, SHO & Dso
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Simplemodel SHO, 15 are
constantant
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A better model
theat capacity
Cp for Denatured & Nat,he

Native :
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Can do same for DS
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